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ABSTRACT 
 
 The refusal of China to share their coronavirus samples during 
the early days of the pandemic alludes to an unsettled debate in 
international law—whether or not states may withhold their virus 
samples on the ground of sovereign ownership. The controversy 
started in 2006 when Indonesia stopped sharing its H5N1 virus 
samples with the World Health Organization, contrary to the long-
standing practice of voluntary sharing of influenza samples among 
states. Using the framework under the Convention on Biological 
Diversity (CBD), Indonesia invoked Viral Sovereignty, claiming that 
states have sovereign rights over viruses that originate or circulate 
within their borders. This created a dangerous precedent because Viral 
Sovereignty restricts the access of states to virus samples which 
contain key information in understanding the evolution of virus 
strains and in developing cures and vaccines.  

 
Under these circumstances, this Thesis examines the legal basis 

and implications of Viral Sovereignty. It posits that there is no 
sufficient legal basis for states to exercise sovereign control over a virus 
because a virus does not meet the criteria to be classified as a “genetic 
resource” under the CBD. Moreover, the CBD, as a conservation treaty, 
only contemplates genetic materials which have been cultivated and 
protected by states to ensure economic and environmental prosperity 
for their citizens. However, the behavior of pathogenic viruses 
removes it from the purview of the CBD for being inherently harmful 
to both humans and wildlife. Lastly, although the concept of sovereign 
ownership over virus samples gives states the leverage to ensure 
prosperity for their citizens, there is still a primary obligation in 
international law to share virus samples.  

 
Hence, this Thesis advocates for an ownership regime of viruses 

that does not restrict the exchange of virus samples for the prosperity 
and benefit of select states at the expense of the global agenda to fight 
a disease outbreak. In the end, this Thesis instead presents the concept 
of the Common Heritage of Mankind to govern the ownership regime 
of pathogenic viruses.  
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Outline 

Chapter I (Introduction) explains the importance of sharing virus 
samples in the context of disease outbreaks, and the harms of 
restricting its exchange in the development of vaccines, treatments and 
diagnostics. It also presents the events leading to the controversy of 
2006 wherein Indonesia invoked Viral Sovereignty and claimed 
sovereign rights over the H5N1 virus circulating within its territory. 

Chapter II (Virus Ownership under the Convention on Biological 
Diversity) presents the parameters of Viral Sovereignty, and it also 
examines its legal basis. It utilizes the tools of treaty interpretation 
under the Vienna Convention on the Law of Treaties. 

Chapter III (The Obligation to Share Virus Samples) looks into the 
obligation of sharing virus samples. It uses the Articles on the 
Prevention of Transboundary Harm to argue that the No-Harm 
principle imposes a primary obligation to share virus samples in 
international law. 

Chapter IV (Conclusion) synthesizes the arguments in this Thesis. 

Chapter V (Liberty and Prosperity In Virus Ownership Regimes: 
Viral Sovereignty vs. The Common Heritage Model) highlights the 
importance of the twin values of liberty and prosperity in choosing the 
appropriate ownership regime over viruses and in the fight against a 
disease outbreak. This chapter also recommends the Common 
Heritage Model to govern the ownership of viruses instead of the Viral 
Sovereignty model asserted by Indonesia. 

Annex A presents a model instrument for the recognition of viruses 
as common heritage of mankind. 
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CHAPTER 1 
 

INTRODUCTION 
 
A. Background of the Study 

The present pandemic caused by the novel coronavirus is proof 
of the constant threat posed by emerging infectious diseases. Access to 
pathogenic materials, such as virus samples, is more important than 
ever because the formulation of effective vaccines and treatments is 
hinged on their scientific analysis.1 Virus samples undergo antigenic 
and genetic analyses to shed light on the genetic make-up and origins 
of a virus strain and to identify candidate vaccines.2 This is precisely 
why the international community pressured the Chinese government 
to share the samples of coronavirus that they were able to isolate from 
their first coronavirus patients.3 

The Severe Acute Respiratory Syndrome (SARS) outbreak that 
started in 2002 served as a dress rehearsal for the emergence of 
infectious diseases in the twenty-first century.4 It originated in a 
province in China and spread in 26 countries within months.5 It 
exposed the vulnerability of the framework for global health response. 
Accordingly, the international community sought to establish a 
framework to ensure that future public health emergencies will be 
better dealt with.6 The World Health Organization (WHO) adopted the 

                                                
1 Sam F. Halabi, Viral Sovereignty, Intellectual Property, and the Changing Global System for Sharing 
Pathogens for Infectious Disease Research, 28 ANNALS OF HEALTH LAW 101, at 101 (2019). 
2 CHARLES LAWSON, REGULATING GENETIC RESOURCES (ACCESS AND BENEFIT SHARING IN 
INTERNATIONAL LAW) 218 (2012). 
3 Margaret Brennan and Camilla Schick, State Department says coronavirus samples from China 
"critical" for developing vaccine; Experts say that's not the case, CBC NEWS, April 27, 2020, available at 
https://www.cbsnews.com/news/state-department-says-coronavirus-samples-from-china-
critical-for-developing-vaccine-experts-say-thats-not-the-case/ (last accessed July 10, 2020). 
4 David Koh, Lessons from the Past: Perspectives on Severe Acute Respiratory Syndrome, 22 ASIA PAC J 
PUBLIC HEALTH 132S, 133S (2010). 
5 World Health Organization, SARS (Severe Acute Respiratory Syndrome), available at 
https://www.who.int/ith/diseases/sars/en/ (last accessed March 8, 2020). 
6  World Health Organization, World Health Assembly adopts new International Health 
Regulations, available at 
https://www.who.int/mediacentre/news/releases/2005/pr_wha03/en/ (last accessed July 1, 
2020). 
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2005 International Health Regulations (2005 IHR),7 a multilateral treaty 
which imposes obligations related to surveillance, notification and 
information-sharing. Among the provisions of the treaty is the duty to 
share public health information on events that may constitute a Public 
Health Emergency of International Concern8 and evidence concerning 
public health events within its territory which may lead to an 
international health crisis.9  

Essentially, the 2005 IHR forges a framework for international 
cooperation during a global health crisis. However, the concept of 
international cooperation in the field of emerging infectious diseases 
is not new. In 1948, the WHO initiated the Global Influenza Program 
for the eradication of the influenza virus.10 The program launched the 
Global Influenza Surveillance Network (GISN) in order to monitor the 
evolution of the influenza virus and to prevent another pandemic.11 
This effort was in response to the deadly H1N1 influenza pandemic in 
1918 that killed 3% of the global population.12 The GISN is a network 
composed of WHO Collaborating Centers, National Influenza Centers, and 
regulatory and reference laboratories with the crucial task of making 
annual recommendations for the formulation of influenza vaccines.13 
Pursuant to this, the WHO collects virus samples from different states 
for research and genetic sequencing.14 

The National Influenza Centers collect the virus samples that are 
voluntarily shared by the state wherein they are set up.15 These virus 
samples are then forwarded to Collaborating Centers in order to identify 

                                                
7 International Health Regulations, date of conclusion May 23, 2005, 2509 U.N.T.S. 79. [hereinafter 
IHR]. 
8 Id. art 6. 
9Id. art. 7. 
10 M.E Kitler, P. Gavinio & D. Lavanchy, Influenza and the work of the World Health Organization, 
VACCINE, Volume No. 20, Supplement No. 2, at S5. 
11 Patrick R. Saunders-Hastings & Daniel Krewski, Reviewing the History of Pandemic Influenza: 
Understanding Patterns of Emergence and Transmission, PATHOGENS, Volume No. 5, Issue No. 4., at 
10. 
12 Halabi, supra note 1, at 109. 
13 Peter K. Yu, Virotech Patents, Viropiracy, And Viral Sovereignty, 45 ARIZ. ST. L.J. 1563, at 1606 (2013). 
14 NATALIE PORTER, VIRAL ECONOMIES 150 (2019). 
15 WHO, Influenza, available at 
https://www.who.int/influenza/gisrs_laboratory/national_influenza_centres/en/ (last 
accessed August 1, 2020). 
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possible vaccine strains, test the vulnerability of the virus to antivirals, 
track the origins of the virus, and determine how it spreads.16 They will 
then submit their data and research results to the WHO and select 
private companies for the formulation of drugs and vaccines.17 This is 
how the GISN has been operating for almost a century now; hence, the 
free virus-sharing system in the status quo. Its operations have been 
critical in dealing with the spread of the Asian H2N2 virus in 1957, the 
Hong Kong H3N2 pandemic in 1969, and the recurring H1N1 virus 
which started in 1977.18 

The continuous success of the GISN depends on the willingness 
of states to share their virus samples voluntarily. 19 “Flu viruses evolve 
quickly, and so organizations like the WHO and OIE/FAO rely on the 
unencumbered exchange of virus samples to identify the most 
dangerous strains and to advise member states on critical life or death 
issues related to risk assessment, containment measures, and drug 
development.”20 Without the supply of virus samples, the GISN 
cannot perform its mandate to study virus samples and recommend 
vaccine formulations. The problem, however, is that the GISN is not 
embodied in a legally binding instrument that imposes the obligation 
on states to continuously share virus samples.  

The controversy started in 2006 when Indonesia decided to stop 
sharing its H5N1 virus samples with the WHO.21 Abandoning the 
more than seventy-year practice of free virus-sharing, Indonesian 
Minister of Health Siti Fadilah Supari announced that they would no 
longer share influenza samples with the WHO.22 The claim that they 
had control over the H5N1 virus within their territory and that 
samples of said virus should only be used for the benefit of their own 
                                                
16 Id. 
17 Halabi, supra note 1, at 110. 
18 Alan Hampson, Surveillance for Pandemic Influenza, THE JOURNAL OF INFECTIOUS DISEASES, Volume 
No. 176, Supplement No. 1., at S9. 
19 Jason Carter, Who's virus is it anyway? How the world health organization can protect against claims of 
"viral sovereignty," 38 Ga J. Int’l. & Comp. Law 717, at 719 (2010). 
20 Id. 
21 David Fidler, Influenza Virus Samples, International Law, and Global Health Diplomacy, 14 EMERGING 
INFECTIOUS DISEASES 88, at 88 (2008). 
22 Andrew Bollinger, E-mers-gency: An Application and Evaluation of the Pandemic Influenza 
Preparedness Framework to the Outbreak of MERS-CoV,  TEMPLE INT‘L & COMP. L.J. 2015, at 2. 
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people is based on the framework of the Convention on Biological 
Diversity (CBD).23 In other words, Indonesia justified its decision by 
claiming sovereign rights over H5N1 pursuant to the CBD.24 

Indonesia essentially invoked the concept of Viral Sovereignty 
which means that States have sovereign control over their biological 
resources.25 This concept considers a virus as a “genetic resource” 
within the meaning of the CBD.26 “In drawing on the UN CBD, Siti 
Fadilah Supari asserted that virus strains form the biological 
patrimony of nations in which they are found.”27 Being a biological 
resource, the State where it originates and circulates has a sovereign 
claim over it pursuant to Article 15 of the said treaty. Article 15 
provides that, “Recognizing the sovereign rights of States over their 
natural resources, the authority to determine access to genetic 
resources rests with the national governments and is subject to 
national legislation.”28 Simply stated, the concept of Viral Sovereignty 
gives a state the right to regulate access over the virus samples it 
collects. 

The decision of Indonesia to abandon the practice of freely 
sharing virus samples was prompted by the unfair global virus-
sharing system wherein developing states freely contribute virus 
samples to the WHO but the vaccines derived therefrom are sold back 
to them at exorbitant prices or are hoarded by high-income countries.29 
For example, Indonesia was unable to access the antiviral Tamiflu in 
2005 because developed countries stockpiled them.30 Indonesia also 
took issue with the fact that the private institutions with whom the 
WHO shared the virus samples attempted to appropriate and patent 

                                                
23 Fidler, supra note 21, at 90. 
24 Sam F. Halabi, International Intellectual Property Shelters, 90 TUL. L. REV. 903, at 947 (2016). 
25 Niamph Stephenson, Emerging Infectious Disease/Emerging forms of Biological Sovereignty, 36 
SCIENCE, TECHNOLOGY, & HUMAN VALUES, 616, at 624 (2010). 
26 Convention on Biological Diversity, opened for signature June 5, 1992, 1760 U.N.T.S. 79 
[hereinafter CBD].  
27 PORTER, supra note 14, at 154. 
28 CBD, art. 15. 
29 Fidler, supra note 21, at 88.  
30 Shawn Smallman, Biopiracy and Vaccines: Indonesia and the World Health Organization’s New 
Pandemic Influenza Plan, 4 J. OF INT‘L & GLOBAL STUD. 20, 23 (2013).  
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the virus sequences.31 Learning from this experience, together with the 
fact that it was one of the countries with the highest number of bird flu 
cases—which meant they were a stable source of virus samples—
Indonesia only wanted to gain leverage to ensure that the utilization 
of their virus samples would protect and benefit their own citizens.32  

In response, the WHO introduced the Pandemic Influenza 
Preparedness Framework (PIP), with the main objective of preventing 
future threats to global health cooperation.33 However, the PIP only 
covers the exchange of one pathogenic virus, which is influenza. It is 
also not a legally binding instrument that obliges states to 
continuously share their virus samples.34 Since it is merely an advisory 
text,35 states can still choose to withhold their virus samples from the 
international community by invoking Viral Sovereignty.  

Although Indonesia eventually resumed sharing their virus 
samples,36 its assertion of Viral Sovereignty opened up the debate on 
the ownership regime over pathogen materials such as viruses. The 
debate is compelling because access to virus samples, as explained, is 
fundamental to the ability of the international community to 
effectively control a disease outbreak. There is evident harm in 
Indonesia's assertion of Viral Sovereignty as it may prompt other states 
to invoke the same principle over other virus samples, such as 
coronavirus, Ebola, and Zika, which are also not governed by legally 
binding multilateral agreements. Hence, the concept of Viral 
Sovereignty has to be scrutinized. 

                                                
31 Frederick M. Abbott, An International Legal Framework for the Sharing of Pathogens: Issues 
and Challenges (This paper was published online by the International Centre for Trade and 
Sustainable Development), 
available at https://www.ictsd.org/sites/default/files/research/2011/12/an-international-legal-
framework-for-the- sharing-of-pathogens.pdf (last accessed August 15, 2020). 
32 Bollinger, supra note 22, at 3. 
33 David Filder & Lawrence Gostin, WHO’s Pandemic Influenza Preparedness Framework: A Milestone 
in Global Governance for Health, 306 JAMA 200, at 200 (2011). 
34 Gostin, supra note 37, at 200. 
35 Bollinger, supra note 22, at 22. 
36 World Health Organization, Indonesia to resume sharing H5N1 avian influenza virus samples 
following a WHO meeting in Jakarta, available at 
https://www.who.int/mediacentre/news/releases/2007/pr09/en/ (last accessed August 1, 
2020). 
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B. Statement of the Problem 

Virus samples provide key data on the biological make-up of an 
outbreak-causing virus, the way it mutates, and the manner of its 
infection.37 The identification of candidate vaccines and possible 
treatments is based on the scientific and antigenic analysis of virus 
samples.38 But since a virus mutates rapidly, giving a disease outbreak 
a time element, it is crucial that virus samples be shared without 
restriction in order for the international community to properly deal 
with a public health emergency. However, the framework of Viral 
Sovereignty recognizes sovereign control over a virus,39 and this 
allows states to withhold their virus samples thereby leaving other 
countries in the dark. Furthermore, it distorts the distribution of 
vaccines because recognizing sovereign control over a virus implies 
that a state has the right to contract exclusively with select states and 
entities for the utilization of their virus samples. This favors rich 
countries because they have the resources to pre-order and stockpile 
vaccines.40 For example, the European Union was able to pre-order 1.3 
billion doses of Covid-19 vaccines.41 

Moreover, the sharing of pathogenic viruses is not governed by 
any legally binding multilateral treaty.42 The 2005 International Health 
Regulations, the treaty which governs the control of the international 
spread of diseases, does not impose any obligation with regard to the 
sharing of biological materials or virus samples.43 What it imposes is 
only the sharing of “public health information” which does not include 
live or physical virus samples.44 Thus, states, in status quo, have a wide 
                                                
37 Halabi, supra note 1, at 10. 
38 See Lawson, supra note 2. 
39 See Stephenson, supra note 25, at 624. 
40 Megan Twohey, et al., With First Dibs on Vaccines, Rich Countries Have ‘Cleared the Shelves’ 
available at 
 https://www.nytimes.com/2020/12/15/us/coronavirus-vaccine-doses-reserved.html (last 
accessed April 1, 2021). 
41 Id. 
42 David P. Fidler, Indonesia's Decision to Withhold Influenza Virus Samples from the World 
Health Organization: Implications for International Law, available at 
https://www.asil.org/insights/volume/11/issue/4/indonesias-decision- withhold-influenza-
virus-samples-world-health (last accessed July 30, 2020). 
43 Fidler, supra note 21, at 92. 
44 Id. 
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discretion when it comes to the disposition of their virus samples. 
Without a binding and clear regulatory regime, the assertion of Viral 
Sovereignty allows states to impose unilateral restrictions on how their 
virus samples will be accessed. This significantly impedes the process 
of developing vaccines and testing diagnostics because states will 
always have to negotiate first every time a virus sample is needed.45 
This is harmful because the longer the wait for cures and vaccines, the 
more people will be infected by the virus. 

Hence, the Thesis addresses two main issues—  

First, whether or not the claim of Viral Sovereignty has sufficient 
legal basis under the Convention on Biological Diversity. 

Second, whether or not states have the obligation to share their 
virus samples with the international community. 

Along the way, this Thesis should address two sub-issues— 

a. Whether or not the assertion of Viral Sovereignty 
justifies the act of withholding virus samples. 

b. Whether or not the assertion of Viral Sovereignty is a 
violation of a primary state obligation. 
 

C. Objectives of the Study 

First, the Thesis aims to examine the legal basis and implications 
of Viral Sovereignty by looking into the relevant provisions of the CBD 
and other international law instruments. Second, it seeks to determine 
whether there is an obligation to share virus samples by looking into 
the primary state obligation to not cause transboundary harm. Third, 
it aims to recommend a regulatory framework for the sharing of 
pathogenic viruses that is consistent with the goal of preventing the 
international spread of diseases. 

 
Ultimately, this Thesis advocates for an ownership regime of 

viruses that does not restrict the exchange of virus samples for the 
                                                
45 MICHELLE F. ROURKE, RESTRICTING ACCESS TO PATHOGEN SAMPLES AND EPIDEMIOLOGICAL DATA: 
A NOT-SO-BRIEF HISTORY OF “VIRAL SOVEREIGNTY” AND THE MARK IT LEFT ON THE WORLD 175 (2020). 
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benefit of select states at the expense of the global agenda to fight a 
disease outbreak — a regime that will help restore our liberty and 
rebuild communities towards prosperity post-pandemic.  

D. Significance of the Study 

There is evidence to show that the trend of global disease 
outbreaks and the likelihood of pandemics will persist in the 21st 
century due to globalization, urbanization and exploitation of the 
environment.46 “Analyzing pathogen samples allows public health 
officials to understand what disease-causing organisms are circulating 
within populations. Such samples are very important for conducting 
surveillance on changes in pathogen strains, such as the development 
of drug-resistant strains.”47 International cooperation in the field of 
infectious diseases for the sharing of pathogenic materials is more 
important than ever as it allows states to properly craft measures and 
policies during a disease outbreak. 

E. Methodology 

This Thesis examines the legal basis and the implications of Viral 
Sovereignty under international law. Through the tools of treaty 
interpretation under the Vienna Convention on the Law of Treaties, 
Chapter 2 discusses the parameters of asserting sovereign claims over 
pathogenic viruses and provides an analysis of whether pathogenic 
viruses should be considered as a genetic resource under the CBD. 
Chapter 3 provides an analysis of the no-harm principle using the 2001 
Articles on the Prevention of Transboundary Harm in order to 
determine whether states have any duty to share their virus samples. 
It also discusses the limits of the assertion of Viral Sovereignty and 
how the CBD does not grant states the right to unilaterally withhold 
virus samples. Finally, Chapter 5 discusses the role of liberty and 
prosperity in choosing the ownership regime for pathogenic viruses. 

                                                
46 DEAN JAMISON, ET AL., DISEASE CONTROL PRIORITIES: IMPROVING HEALTH AND REDUCING POVERTY 
315 (2018). 
47 DAVID FIDLER & LAWRENCE GOSTIN, BIOSECURITY IN THE GLOBAL AGE: BIOLOGICAL WEAPONS, 
PUBLIC HEALTH, AND THE RULE OF LAW 170 (2007). 
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F. Scope and Limitations 

Viral Sovereignty, as discussed in this paper, refers to the 
sovereign rights over pathogenic viruses that originate from and 
circulate within a state’s borders.48 The principle posits that viruses are 
classified as genetic resources within the meaning of the Convention 
on Biological Diversity.49 As discussed in this Thesis, it only includes 
the physical sample of the virus or the live virus itself. Hence, genetic 
sequence data, which is the genetic code that reflects the virus’ 
characteristics, is excluded from the scope of this thesis.50  

The analysis presented in this paper is limited to those 
pathogenetic viruses that are found in nature. Those pathogen 
materials that have been modified through human intervention to 
produce drugs, vaccines and other derivatives are excluded. This is 
consistent with the general proposition among commentators that 
genetic materials found in nature cannot really be patented.51 
Moreover, genetic materials found in nature do not generally meet the 
requisites of patentability.52 Hence, this Thesis only discusses the issue 
of sovereign ownership over viruses found in nature as opposed to 
Intellectual Property Rights.  

Consequently, the International Treaty on Plant Genetic 
Resources for Food and Agriculture (ITPGRFA)53 and the WTO 
Agreement on Trade-Related Aspects of Intellectual Property Rights 
(TRIPS) are not going to be discussed. Article 2 of the ITPGRFA 
provides that it only applies to “plant genetic resources for food and 
agriculture.”54 Moreover, unlike the debate on virus sharing vis-à-vis 
the CBD, the ITPGRF clearly provides that the plant genetic resources 
that are shared with the multilateral system are part of the public 

                                                
48 ROURKE, supra note 45, at 168. 
49 Id. at 174-176. 
50 World Health Organization, Genetic Sequence Data and Databases, available at 
https://www.who.int/influenza/pip/GSD_EN_3Apr2018.pdf (last accessed July 26, 2020). 
51 Abbott, supra note 31, at 19. 
52 Id. 
53 International Treaty on Plant Genetic Resources for Food and Agriculture, date of conclusion Nov. 
3, 2011, 2400 U.N.T.S. 304 [hereinafter ITPGRFA]. 
54 Id. art. 2. 
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domain.55 Hence, other biological materials like pathogenic viruses 
found in nature are clearly not covered by the ITPGRFA. The TRIPS 
Agreement, on the other hand, only deals with intellectual property 
issues in trade-related areas. Even other instruments that govern 
patents like the Paris Convention on the Protection of Industrial 
Property do not cover pathogenic materials.56 Since the assertion of 
Viral Sovereignty only concerns pathogenic viruses found in nature 
that are generally not encumbered by intellectual property rights, the 
TRIPS agreement is excluded from the main analysis of this Thesis. 

Hence, this thesis only revolves around the theme of sovereign 
rights over viruses that originate within a State’s territory and the 
obligation to share virus samples with the international community.  

 
  

                                                
55 Id, art. 11, ¶ 2. 
56 Abbott, supra note 31, at 19. 
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CHAPTER 2 
 

VIRUS OWNERSHIP UNDER THE CONVENTION ON 
BIOLOGICAL DIVERSITY 

 
When Indonesia refused to share its virus samples with the 

WHO in 2006, it invoked the provisions of the Convention on 
Biological Diversity (CBD).57 In asserting the concept of Viral 
Sovereignty, Indonesia claimed that the H5N1 virus that was 
circulating within its borders was its sovereign property; hence, it had 
the right to control or determine how the virus will be accessed.58 Its 
position that no other party can use the H5N1 samples collected within 
their borders resemble the framework under the CBD.59 Thereafter, the 
discourse shifted onto whether or not the provisions of the CBD are 
applicable to pathogenic viruses. This chapter looks into the relevant 
provisions of the CBD to determine whether or not there is sufficient 
legal basis for Indonesia’s assertion of viral sovereignty. 

The CBD is a multilateral conservation treaty signed on June 5, 
1992 and took effect on December 29, 1993.60 It was adopted during the 
United Nations Conference on Environment and Development with 
the main goal of conserving and preserving the biodiversity of natural 
resources.61 The three main objectives of the CBD under Article 1 are 
the following: 1) the conservation of biological diversity; 2) the 
sustainable use of the components of biological diversity; and 3) the 
fair and equitable sharing of the benefits arising out of the utilization 
of genetic resources.62 

A. Parameters of Viral Sovereignty 

The assertion of Viral Sovereignty under the CBD is premised on 
Article 15 (1), which expressly subjects genetic resources to sovereign 

                                                
57 Halabi, supra note 24, at 947. 
58 Carter, supra note 19, at 719. 
59 Fidler, supra note 21, at 90. 
60 Abbott, supra note 31, at 4. 
61 Id. 
62 CBD, art. 1. 
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control.63 Article 15(1) provides that, “[r]ecognizing the sovereign 
rights of States over their natural resources, the authority to determine 
access to genetic resources rests with the national governments and 
is subject to national legislation.”64 (emphasis supplied) Hence, using 
the premise of Viral Sovereignty, Indonesia argues that a virus is a 
genetic resource over which States have sovereign control.  

 
Article 15 (3) of the CBD narrows down the scope of genetic 

resources to ones that only originate from a particular territory. It 
states, “[f]or the purpose of this Convention, the genetic resources […] 
are only those that are provided by Contracting Parties that are 
countries of origin of such resources or by the Parties that have 
acquired the genetic resources in accordance with this Convention.”65 
Meanwhile, country of origin of genetic resources is defined under Article 
2 (4) as the “the country which possesses those genetic resources in in-
situ conditions.”66 On the other hand, in-situ is defined under Article 
2 (12) as the “conditions where genetic resources exist within 
ecosystems and natural habitats, and in the case of domesticated or 
cultivated species, in the surroundings where they have developed 
their distinctive properties.”67 

Applying the aforecited provisions to pathogenic viruses, it is 
important to check whether the subject virus really originated from a 
certain territory68 since the assertion of Viral Sovereignty under Article 
15 of the CBD only covers viruses found in-situ in states that are 
claiming them. For example, the Avian Influenza or the H5N1 
originated from geese in China;69 the Middle East Respiratory 
Syndrome-Coronavirus or MERS-CoV originated from dromedary 

                                                
63 See Fidler, supra note 21.  
64 CBD, art.15, ¶ 1. 
65 Id. art 15, ¶ 3. 
66 Id. art. 2, ¶ 4. 
67 Id. art 2, ¶ 12. 
68 Yu, supra note 13, at 1613. 
69 Centers for Disease Control and Prevention, Highly Pathogenic Asian Avian Influenza A(H5N1) 
Virus, available at https://www.cdc.gov/flu/avianflu/h5n1-virus.htm (last accessed August 1, 
2020). 
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camels in Saudi Arabia;70 the Zika virus originated from a monkey and 
mosquitoes in Uganda;71 Meanwhile, COVID-19 originated from 
China but there is still no determinative research on its zoonotic 
origins.72  

Viral Sovereignty has been defined as the “concept [wherein] 
virus samples isolated from within the territorial boundaries of a 
nation state are the sovereign property of that state.”73 Based on the 
foregoing, under the Viral Sovereignty model, China may properly 
assert sovereign claims over viruses like the A(H5N1), SARS-CoV and 
COVID-19; Saudi Arabia may assert claims over MERS-CoV; and 
Uganda may claim Zika virus.  

However, it is not always the case that only one state will claim 
sovereign rights over a virus because a specific strain may originate in 
more than one territory. For example, the A(H5N1) originated from 
geese in China in 1966 but it was also detected in a domestic farm in 
Indonesia sometime in 2003.74 In cases where the virus is found in-situ 
in two or more territories, Article 15 (2) of the CBD provides that said 
States “shall endeavor to cooperate, as appropriate, with the 
involvement of indigenous and local communities concerned, where 
applicable, with a view to implementing this Protocol.”75 

This is where the Viral Sovereignty model becomes problematic 
on the ground. It implies that all other countries cannot use a virus 
sample for their research unless they get the consent of the country 
from which the virus strain originated in-situ.76 This has harmful 
consequences because, as discussed in the previous chapter, a disease 
outbreak is time sensitive and states will have to negotiate first every 

                                                
70 World Health Organization, Coronavirus disease 2019 (COVID-19) Situation Report–94 available 
at https://www.who.int/docs/default-source/coronaviruse/situation-reports/20200423-sitrep-
94-covid-19.pdf?sfvrsn=b8304bf0_4 (last accessed August 5, 2020). 
71World Health Organization, The History of Zika Virus, available at 
https://www.who.int/emergencies/zika-virus/timeline/en/ (last accessed August 1, 2020). 
72 See World Health Organization, supra note 95. 
73 Halabi, supra note 1, 114. 
74 Endang R. Sedyaningsih, et. al., Epidemiology of Cases of H5N1 Virus Infection in Indonesia, July 
2005–June 2006, 196 J. INFECT. DIS. 522 (2007). 
75 CBD, art. 15 ¶ 2. 
76 Abbott supra note 31, at 5. 
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time virus samples are needed.77 Negotiations take time, and any delay 
in the research for vaccines and treatments costs human lives.  

The model also gives too much leverage to the countries who 
“own” the virus. In 2018, it was reported that due to tensions over 
trade, China stopped sharing its H7H9 virus samples with the United 
States despite the latter’s repeated requests.78 Also in 2016, Brazil was 
able to “technically” ban the sharing of Zika virus samples and as a 
result, laboratories in the United States and Europe were forced to use 
old virus samples from previous outbreaks.79 

In the discussion below, the Thesis delves into the legal basis of 
Viral Sovereignty and examines whether a virus may be considered as 
a genetic resource subject to sovereign rights under the CBD. 

B. What qualifies as genetic resource under the CBD 

Article 15(1) of the CBD expressly recognizes that states have 
sovereign control over their genetic resources.80 It grants sovereign 
rights to States over their own natural resources; specifically, it confers 
sovereign control over a state’s own genetic resources.81 Hence, the 
legal controversy is whether or not a pathogenic virus qualifies as a 
genetic resource under the CBD. 

Article 2 (10) of the CBD defines genetic resource as “genetic 
material of actual or potential value.”82 Article 2 (9) further defines 
genetic material as “any material of plant, animal, microbial or other 
origin containing functional units of heredity.”83 Following these 

                                                
77  See Rourke, supra note 45. 
78 Thomas J. Bollyky and David P. Fidler, The decline in virus sample sharing is not just about China, 
CNN, September 9, 2018. available at https://edition.cnn.com/2018/09/08/opinions/china-virus-
sample-sharing-bollyky-fidler/index.html (last accessed August 10, 2020). 
79 Maria Cheng, et. al., Zika virus: Precious samples sought from Brazil by U.S., Europe, CBC, 
February 4, 2016, available at https://www.cbc.ca/news/health/zika-virus-brazil-1.3433339 (last 
accessed August 1, 2020). 
80 “Recognizing the sovereign rights of States over their natural resources, the authority to 
determine access to genetic resources rests with the national governments and is subject to national 
legislation.” CBD, art. 15, ¶ 1. 
81 LYLE GLOWKA, ET. AL., A GUIDE TO THE CONVENTION ON BIOLOGICAL DIVERSITY 76 (1994). 
82 CBD, art. 2, ¶ 10. 
83 Id. art. 2, ¶ 9. 
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definitions, the criteria that have to be met in order for pathogenic 
viruses to fall within the purview of Article 15 are as follows— 

First, it must have functional units of heredity to be a genetic 
material. 

 
Second, it must be a genetic material with actual or potential 

value. 
 

For the claim of Viral Sovereignty to stand, it must be proved 
that viruses have functional units of heredity with actual or potential 
value within the meaning of the CBD. 

 
B.1.  Functional units of heredity 
 

The meaning of functional units of heredity is not defined nor 
characterized under the CBD. Unlike the term genetic resources 
found in subsequent conservation treaties, it seems that 
functional units of heredity was coined to be sufficiently specific.84 
Article 31 (1) of the Vienna Convention on the Law of Treaties 
(VCLT) provides that  “[a] treaty shall be interpreted in good 
faith in accordance with the ordinary meaning to be given to the 
terms of the treaty in their context and in the light of its object 
and purpose.”85 This refers to the objective approach wherein the 
treaty should be interpreted according to its ordinary meaning. 

The term functional units of heredity basically refers to a 
gene.86 A virus has a gene as “[it] is an intracellular parasite 
composed of DNA or RNA and a protein coat called capsid and, 

                                                
84 Federal Ministry of Education and Research (Berlin, Germany), Expert opinion on the 
applicability of the Convention on Biological Diversity and the Nagoya Protocol to digital sequence 
information at 19, available at 
https://www.bmbf.de/files/Legal_opinion_DSI_Prof_Spranger_EN_BF.PDF (last accessed 
August 10, 2020). 
85 Vienna Convention on the Law of Treaties, May 23, 1969, art. 31, ¶ 1, 115 U.N.T.S. 331. 
[hereinafter VCLT]. 
86 Genetics Home Reference, What is a gene, available at 
https://ghr.nlm.nih.gov/primer/basics/gene (last accessed August 1, 2020). 
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in some cases, an outer lipoprotein envelope.”87 Meanwhile, to 
be hereditary is to allow an “inheritance to a subsequent 
organism.”88 This simply means that it should be able to 
reproduce. Viruses, being a pathogen material, has the ability to 
reproduce because “[they] typically comprise a protein package 
encasing nucleic acids [RNA or DNA] containing the genetic 
code required to generate progeny viruses and functional viral 
proteins.”89 This means that they can replicate in multiple 
populations with genetic variability even in short periods.90  

Meanwhile, under Article 31.2 of the Vienna Convention 
on the Law of Treaties, subsequent agreements between the 
States Parties about the application of a treaty’s provisions can 
also be considered in interpreting it. An example would be the 
Cartagena Protocol on Biosafety to the Convention on Biological 
Diversity91 which is an agreement between the States Parties 
that was concluded after the CBD. Under its Article 3 (g), a 
“living organism is defined as any biological entity capable of 
transferring or replicating genetic material, including sterile 
organisms, viruses and viroids.”92 Thus, under the Cartagena 
Protocol, a virus is clearly contemplated as one having 
hereditary units since it is treated as a living organism which is 
able to replicate.  

The inclusion of a virus in Article 3 (g) of the Cartagena 
Protocol, however, might be insufficient because Article 2 (9) of 
the CBD still requires that the hereditary units must be 
functional. Clearly then, while a virus has units of heredity, it is 
doubtful whether they are functional within the meaning of the 
CBD. The question of whether a virus has functional units of 

                                                
87 Nafees Ahmad, et. al., Part II: Pathogenic Viruses, in SHERRIS MEDICAL MICROBIOLOGY 97 (6th ed., 
2014). 
88 Federal Ministry of Education and Research, supra note 84, at 18. 
89 Michelle Rourke, Viruses for Sale – All Viruses Are Subject to Access and Benefit Sharing 
Obligations Under the Convention on Biological Diversity at 16, available at 
https://papers.ssrn.com/sol3/papers.cfm?abstract_id=2984046 (last accessed August, 10, 2020). 
90 Id. 
91 Cartagena Protocol on Biosafety to the Convention on Biological Diversity date of adoption Jan. 29, 
2000, 2226 U.N.T.S. 208. [hereinafter Cartagena Protocol]. 
92 Cartagena Protocol, art. 3 (g). 
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heredity is contentious. The word functional generally means 
useful.93 However, since Article 15(1) uses it to qualify units of 
heredity, it is important to construe it biologically.94 “Virus 
reproduction requires that a virus particle infect an appropriate 
host cell and program the cellular machinery to synthesize the 
viral components required for the assembly of new virions[.]”95 
Biologically speaking, the hereditary units of a virus are not 
functional because of their inability to thrive and replicate 
without infecting a host.96  

B.2.  Actual or Potential Value 

The interpretation of actual or potential value is also 
contentious because it is not expressly defined under the CBD. It 
is clear, however, that the term genetic resources should factor-in 
the value of the genetic material itself.97 Article 31 of the VCLT 
instructs that the ordinary meaning must be construed in the 
context of the treaty’s object and purpose.98 Article 32 of the 
VCLT also provides that the circumstances of the treaty’s 
conclusion may be analyzed to confirm the application of Article 
31.99 Following these, pathogenic viruses should be excluded 
from the purview of genetic resources under the CBD.  

The economic importance of viruses is easy enough to 
concede as they are integral in the research and development of 
vaccines.100 Undoubtedly, vaccines are highly profitable.101 
Pfizer expects sales of around $15 billion for their Covid-19 

                                                
93 MERRIAM-WEBSTER DICTIONARY 441 (2006 ed.).  
94 Peter Johan Schei and Morten Walløe Tvedt, The Concept of “Genetic Resources” In The 
Convention On Biological Diversity And How It Relates To A Functional International Regime On 
Access And Benefit-Sharing at 8, available at https://www.cbd.int/doc/meetings/abs/abswg-
09/information/abswg-09-inf-01-en.pdf (last accessed August 5, 2020)  
95 Ahmad, supra note 87. 
96 Abbott, supra note 31, at 13. 
97 Schei, supra note 94, at 8. 
98 VCLT, art. 31. 
99 VCLT, art. 32. 
100 Halabi, supra note 1, at 101. 
101 Julia Kollowe, From Pfizer to Moderna: who's making billions from Covid-19 vaccines?, 
available at https://www.theguardian.com/business/2021/mar/06/from-pfizer-to-moderna-
whos-making-billions-from-covid-vaccines (last accessed April 4, 2021). 
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vaccines.102 The supposed contract between Indonesia and 
Baxter International for H5N1 vaccines also involves high 
monetary value.103 However, this simplistic construction is 
insufficient because it removes the significance of Article 2 (9) by 
failing to capture the value of the genetic material itself. 

Biological resources within the meaning of the CBD as a 
conservation treaty  ought to have an inherent positive value.104 
This is not the case for viruses because they have an inherently 
negative value for being pathogenic—they cause diseases and 
negatively impact human life and biodiversity. Moreover, the 
argument that a virus has value pursuant to the CBD due to its 
necessity in vaccine development is actually counterintuitive 
because such necessity only arises from the fact that the same 
virus has to be contained.105 Without a virus or without the threat 
of a disease outbreak that will kill thousands of lives, there is 
absolutely no necessity to develop vaccines. This is not a 
“positive value” at all because it implies that a virus is useful but 
only to the extent that it can be used to kill itself.106  

Furthermore, it is important to establish that the purpose 
of the CBD is completely unrelated to pathogenic viruses. The 
CBD was forged for the protection of developing countries from 
the unfair exploitation by other countries of their rich 
biodiversity.107 It envisioned economic and environmental 
prosperity—that developing countries should be able to exploit 
their own resources for their own good. Hence, “the biological 
and genetic materials of primary CBD concern are indigenous 
resources in which governments, communities, and persons 
have invested time, effort, and resources to protect, cultivate, 

                                                
102 Id. 
103 Kennan Mullis, Playing Chicken with Bird Flu: "Viral Sovereignty," the Right to Exploit Natural 
Genetic Resources, and the Potential Human Rights Ramifications, 24 AM. U. INT’L L. REV 943, 954 
(2009). 
104 Abbott, supra note 31, at 13. 
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understand, and use.”108 Consequently, pathogenic viruses are 
not contemplated within the CBD because their existence has 
nothing to do with the time, effort, cultivation, and utilization of 
states.109 In fact, the nature and behavior of viruses show the 
contrary. “[The] CBD did not intend to protect biological 
materials that cause harm to humans and that a ‘conservation-
oriented’ agreement, such as the CBD should not have as its 
objective [the] conservation of inherently dangerous 
materials.”110 This is why prior to the controversy created by 
Indonesia in 2006, the application of processes under the CBD 
had never been extended to pathogenic viruses.  

Most importantly, treating viruses as genetic resources 
clearly contradicts the foremost objective of the CBD under 
Article 1, which is the conservation of biodiversity. Pathogenic 
viruses are a threat to biodiversity because they kill humans and 
biodiversity. Disease outbreaks threaten wildlife and can cause 
their extinction. For example, the Ebola virus has wiped out 
5,000 critically endangered western gorillas in the Republic of 
Congo in the years 2002 and 2003 alone.111 The white-nose 
disease also ravaged about 6,000,000 bats in North America.112 
The canine distemper virus have also wiped out many African 
wild dogs and 1,000 lions in East Africa.113 These examples 
illustrate that viruses are a threat to biodiversity and, thus, are 
out of place under the framework of the CBD. 

Based on the discussions above, the rules for treaty 
interpretation under the VCLT show that pathogenic viruses cannot be 
considered as genetic resources under Article 15 (1) of the CBD 
because they do not meet the two-fold criteria of having functional 
units of heredity and actual or potential value. More importantly, the 

                                                
108 Id. 
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context, purpose and circumstances by which the CBD was concluded 
all indicate that pathogenic viruses are not within its meaning. 
Therefore, the CBD provides no sufficient legal basis for the assertion 
of  Viral Sovereignty. 
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CHAPTER 3 
 

THE OBLIGATION TO SHARE VIRUS SAMPLES 
 
In this chapter, the Thesis establishes that the assertion of Viral 

Sovereignty is in violation of a primary obligation under international 
law. 

A. The No-harm Principle 
 
According to the International Law Commission, there are four 

criteria to be met in order for the 2001 Articles on the Prevention of 
Transboundary Harm to apply: (1) the activity must not be prohibited 
by international law; (2) it must be carried out within the territory of 
the state; (3) it must involve significant transboundary harm; and (4) 
the transboundary harm must be caused by the physical consequences 
of the activity.114 

 
a. Refusing to share virus samples is not prohibited by 

international law 

According to the International Law Commission, the criterion 
that the activity should not be prohibited by international law serves 
to delineate state responsibility from state liability.115 This means that 
the duty not to cause transboundary harm goes into the primary 
obligations in international law which “deals with the phase prior to 
the situation where significant harm or damage might actually occur 
requiring States concerned to invoke remedial or compensatory 
measures, which often involve issues concerning liability.”116 Hence, 
duty to prevent transboundary harm, as a primary obligation in 
international law, merely allows the affected state to compel the other 
state, which is at risk of causing transboundary harm, to ensure that 
the ensuing risks are managed or prevented.117 Therefore, the analysis 
                                                
114 Report of the International Law Commission on the work of its fifty-third session (23 April - 1 June and 
2 July - 10 August 2001), U.N. Doc. A/56/10 (2001). 
115 Id. at 150. 
116 Id. at 148. 
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in this chapter only concerns state responsibility which is different 
from the issue of state liability concerning prohibited activities under 
the 2001 Responsibility of States for Internationally Wrongful Acts.  

In the present case, there are no treaties or legally binding 
instruments that compel the sharing of pathogenic viruses and that 
sanction the refusal to share. As established in the previous chapters, 
the Global Influenza Surveillance Network and other WHO initiatives 
on disease surveillance and pathogen sharing such as the WHO 
Emerging and Dangerous Pathogens Laboratory Network and the 
WHO R&D Blueprint are all non-binding programs that are merely 
reliant on the voluntariness and willingness of states to share their 
virus samples.  

Meanwhile, the 2005 International Health Regulations (IHR), the 
treaty regime for the control of the spread of infectious diseases, only 
imposes duties and obligations related to surveillance, information-
sharing and notification.118 As discussed in the previous chapter, the 
sharing of public health information under the 2005 IHR only 
contemplates facts related to public health events.119 It does not include 
the sharing of virus samples.120 This is probably why the WHO did not 
compel China to share its early coronavirus samples despite the 
pressure from the international community. China already shared the 
genetic sequence of the coronavirus which may already be regarded as 
a public health information under Article 7 of the IHR or as 
epidemiological information under Article 64 of the WHO 
Constitution. 

b. The act of refusing to share virus samples occur within a state’s 
territory 

The second criterion means that the activities that are likely to 
cause transboundary harm “‘are planned or are carried out’ in the 
territory or otherwise under the jurisdiction or control of a State.”121 In 
the present case, the decision to withhold virus samples is an act which 
                                                
118 IHR, arts. 5-7. 
119 Fidler, supra note at 21, at 92. 
120 Id. 
121 Report of the International Law Commission, supra note 114, at 150. 
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occurs under the jurisdiction or control of a state. For example, in the 
context of the COVID-19 pandemic, the Chinese government 
destroyed the early coronavirus samples that were obtained from their 
first confirmed COVID-19 patients instead of sharing them to the 
international community.122 Liu Dengfeng, an official from the Chinese 
National Health Commission, justified it on the grounds of 
biosafety.123 According to him, the samples were destroyed in order to 
prevent unidentified pathogens from causing any more disasters.124 
Also during the Zika outbreak, the Brazilian government passed a law 
that made it illegal to share genetic materials such as blood samples 
containing the Zika virus.125 Moreover, when Indonesia refused to 
share its H5N1 samples with the WHO in 2006, it was their health 
minister who announced it to the international community.126 They 
even signed a memorandum of agreement which restricted access of 
their H5N1 virus samples to Baxter Pharmaceutical.127  

All of the foregoing examples illustrate that the act of 
withholding virus samples from the international community occurs 
within the state’s control or jurisdiction. According to the International 
Law Commission, jurisdiction under the second criterion also covers 
activities under international law over which a State has the authority 
or competence to undertake.128 Since the act of refusing to share virus 
samples always goes through the decision-making of state leaders or 
the branches of the government, as illustrated by the examples above, 
it can be considered as an act of the state itself. Hence, it is an act which 
is planned and carried out under the authority and jurisdiction of a 
state. 

                                                
122 Josh Chin, China Told Labs to Destroy Coronavirus Samples to Reduce Biosafety Risks, TWSJ, May 16, 
2020 available at https://www.wsj.com/articles/china-told-labs-to-destroy-coronavirus-samples-
to-reduce-biosafety-risks-11589684291 (last accessed August 10, 2020). 
123 Zhuang Pinghui, China confirms unauthorised labs were told to destroy early coronavirus 
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confirms-unauthorised-labs-were-told-destroy-early (last accessed August 15, 2020). 
124 Id. 
125 Maria Cheng, et. al., Zika virus: Precious samples sought from Brazil by U.S., Europe, CBC, 
February 4, 2016, available at https://www.cbc.ca/news/health/zika-virus-brazil-1.3433339 (last 
accessed August 1, 2020). 
126 Yu, supra note 13, at 1605. 
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c. Withholding virus samples is at risk of significant 
transboundary harm 

The transboundary damage is sometimes analyzed from a 
purely environmental lens such as in Lac Lanoux (France v. Spain).129 
In the said case, Spain argued that its water rights over the Carol River 
would be violated should France continue with its plan to utilize the 
waters of Lake Lanoux.130 The arbitral tribunal rejected Spain’s 
contention but noted that it could have established its case had it 
proved “that the works [of France] would bring about an ultimate 
pollution of the waters of the Carol or that the returned waters would 
have a chemical composition or a temperature or some other 
characteristic which could injure Spanish interests.”131 This means that 
the kind of damage that would have established a breach of Spain’s 
rights over its resources is nuanced to the environment—that France’s 
plans would damage Carol River. 

Meanwhile, the transboundary damage can also be non-
environmental as in the Trail Smelter case.132 In the said case, the United 
States claimed damages against Canada for the hazardous fumes 
emitted by a Canadian corporation. It alleged some non-purely 
environmental items of damages, such as those in respect to business 
enterprises, improvements to cleared lands, and the private properties 
of farmers.133 Although not all were awarded because the burden of 
proof that they were caused by the fumes was not established, the 
tribunal did not forego the possibility of considering non-
environmental transboundary harm, to wit: 

The Tribunal, therefore, finds that the above decisions, 
taken as a whole, constitute an adequate basis for its 
conclusions, namely, that, under the principles of 
international law, as well as of the law of the United 
States, no State has the right to use or permit the use 
of its territory in such a manner as to cause injury by 

                                                
129 PHILIPPE SANDS, PRINCIPLES OF INTERNATIONAL ENVIRONMENTAL LAW 707 (2nd 
ed. 2003). 
130 Lac Lanoux Arbitration (France vs. Spain), 12 R.I.A.A 281 (1957). 
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fumes in or to the territory of another or the 
properties or persons therein, when the case is of 
serious consequence and the injury is established by 
clear and convincing evidence.134 (emphasis supplied) 

The above-cited is the formulation of the no-harm principle and 
is accepted by most writers as a rule of customary international law.135 
It shows that transboundary damage may also encompass non-
environmental things such as the injury to private property, to persons 
and even to businesses. As a matter of fact, the International Law 
Commission itself considers that transboundary damage may also 
encompass injury to the industry, property and even to the health of 
another population.136  

Article 2 (a) of the 2001 Articles on the Prevention of 
Transboundary harm provides that the risk of transboundary damage 
“includes risks taking the form of a high probability of causing 
significant transboundary harm and a low probability of causing 
disastrous transboundary harm.”137 There is also a threshold for the 
transboundary harm: it must be significant.138  This is consistent with 
the aforecited cases of Trail Smelter and Lake Lanoux which both 
characterized the transboundary harm as something serious.139 
However, it is important to note that the threshold involves a factual 
determination of the circumstances of the case, to wit:  

It involves more factual considerations than legal 
determination. It is to be understood that “significant” 
is something more than “detectable” but need not be at 
the level of “serious” or “substantial”. The harm must 
lead to a real detrimental effect on matters such as, 
for example, human health, industry, property, 
environment or agriculture in other States. Such 

                                                
134 Id. at 1965. 
135 SANDS, supra note 129, at 196. 
136 Report of the International Law Commission, supra note 114, at 152. 
137 International Law Commission, Prevention of Transboundary Harm from Hazardous Activities 
(Text adopted by the International Law Commission), available at 
https://legal.un.org/ilc/texts/instruments/english/draft_articles/9_7_2001.pdf?fbclid=IwAR3a
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30 
 

detrimental effects must be susceptible of being 
measured by factual and objective standards.140 
(emphasis supplied) 

Applying the above to the present case, the restricted access to 
pathogenic viruses endangers global public health because it impedes 
the development of vaccines and treatments. This is at risk of causing 
significant transboundary harm both in the environmental and non-
environmental sense. “The COVID-19 outbreak ticks all those boxes: it 
is now scientifically proven and widely known that it causes 
widespread and disastrous health consequences which may lead to 
death beyond national borders.”141 Moreover, the diminished ability 
to track and diagnose pathogenic viruses due to the lack of virus 
samples has adverse impacts on the biodiversity of other states.142 The 
absence of effective vaccines and treatments, as explained in the 
previous chapter, threatens wildlife and even commercial livestock.143  

The foregoing discussions clearly illustrate the serious and 
significant transboundary harm that may arise from the legitimization 
of Viral Sovereignty. The extent of damage discussed above is way 
more serious because unlike in Trail Smelter and Lac Lanoux, the 
transboundary damage here affects more than one state—it is on a 
global scale due to the borderless nature of pathogenic viruses. There 
being an actual risk of significant transboundary harm—one that is 
actually more than detectable—states have the obligation to prevent or 
minimize the activity causing it which is the refusal to share virus 
samples. 

d. The transboundary harm is caused by the physical 
consequences of refusing to share virus samples 
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This criterion means that there must be a physical link that connects 
the transboundary harm with the activity complained of.144 In the 
present case, the transboundary damage includes millions of deaths, 
adverse effects to the health of populations, loss of biodiversity and 
wildlife and the injury to economies. Ordinarily, the transboundary 
harm caused by intangible activities like the economic and financial 
policies of a state are excluded because of the absence of physical 
linkage.145 However, economic transboundary harm may still trigger 
the no-harm principle as long as the physical link can be established.146 

In the present case, the physical nexus between the transboundary 
harms discussed and the refusal to share virus samples is the very 
virus itself. It is the physical nexus between the act of refusing to share 
virus samples and the transboundary harms discussed. As explained 
above, a virus sample has value but only to the extent that it can be 
utilized to destroy itself. Through antigenic and genetic analysis, virus 
samples aid scientists in formulating vaccines and treatments.147 
Hence, without access to virus samples, the international community 
will not be able to create effective vaccines and treatments that can 
control or stop the spread of a pathogenic virus. And as long as there 
are no effective vaccines and treatments, a pathogenic virus will 
continue to reproduce, circulate and infect populations across the 
globe thereby causing the transboundary harms discussed in this 
chapter. 

B. The limits of sovereign control over genetic resources  
Assuming that pathogenic viruses may be considered as genetic 

resources under Article 15 of the CBD, the right of States to determine 
access over their genetic resources is not without limits. They still 
ought to share virus samples even under the framework of the CBD. 
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Article 15 (1) of the CBD does not grant ownership of pathogenic 
viruses in the sense of property rights to States.148 “While reaffirming 
a State's right to exercise jurisdiction over genetic resources, Article 15 
does not grant the State a property right over these resources, even 
though the word ‘their’ appears in this paragraph. ‘Their’ is a short 
way to refer to natural resources under a State's jurisdiction.”149 This 
means that exclusive ownership is fundamentally different from the right 
to determine access because the sovereign right under Article 15 (1) is 
merely a mechanism for the sharing of resources. To wit: 

CBD uses the principle of sovereignty as a regulatory 
instrument to achieve [protection, conservation and 
sustainable use of resources]. The use or value for 
humanity of influenza viruses comes from their 
widespread sharing for surveillance and vaccine 
development purposes because of the global threat 
such viruses pose. In this context, the principle of 
sovereignty central to the CBD approach is not a useful 
basis for facilitating timely and comprehensive sharing 
that global health governance requires.150 (emphasis 
supplied) 

The above shows that a pathogenic virus can only truly be 
considered as a genetic resource under Article 15 (1) if it is shared with 
the international community for the surveillance of emerging 
infectious diseases and the development of vaccines. This is the only 
way for a pathogenic virus to comply with the value requirement of 
the CBD.  

Hence, the sovereignty principle under the framework of the 
CBD must be used for the timely and steady exchange of virus 
samples. This is consistent with Article 15 (2) of the CBD which obliges 
States to “endeavor to create conditions to facilitate access to genetic 
resources for environmentally sound uses by other Contracting Parties 
and not to impose restrictions that run counter to the objectives of this 
Convention.”151 This only means that the CBD obliges states to create 
                                                
148 GLOWKA, supra note 81, at 76. 
149 Id. 
150  Fidler, supra note 21, at 91. 
151 CBD, art. 15 ¶ 2. 
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policies and systems that ensure virus samples are accessed by the 
international community. This means that, when applied to 
pathogenic viruses, there are two preconditions on the right of States 
to determine access to virus samples— 

First, they must share virus samples for environmentally sound 
uses. 

Second, they can regulate its access only to the extent that they 
will not contravene the objectives of the CBD under Article 1.  

One of the objectives of the CBD under Article 1 is the fair and 
equitable sharing of the benefits arising from genetic resources. While 
Article 15 (1) confers sovereign rights to regulate access to pathogenic 
viruses, the regulations or conditions imposed should not be 
unreasonably restrictive.152 The unilateral withholding of virus 
samples, especially in times of global disease outbreaks, is obviously 
unreasonably restrictive. The act of withholding virus samples is also 
not environmentally sound because, as also discussed in the first 
section of this chapter, it results in transboundary harms to the 
environment and health. Following this, it can be said that the decision 
of Indonesia in 2006 to withhold H5N1 samples for political and 
economic leverage is a violation of the CBD. The same is true for Brazil 
in 2016 when they essentially banned the sharing of Zika virus samples 
and for China who, instead of sharing the early coronavirus samples, 
destroyed them thereby depriving the international community of the 
chance to study and use them for vaccine and diagnostic development.  

                                                
152 PORTER, supra note 14, at 334. 
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CHAPTER 4 
 

CONCLUSION 
 
Pathogenic viruses are not genetic resources under the CBD 
 

The assertion of Viral Sovereignty is based on the Convention on 
Biological Diversity (CBD). It confers upon a state the authority to 
determine how its genetic resources, specifically those that originate 
within its borders, will be accessed by others.153 Meanwhile, country of 
origin of genetic resources is defined as the “the country which possesses 
those genetic resources in in-situ conditions.”154 Hence, the assertion 
of Viral Sovereignty based on the CBD should only cover viruses that 
are found in-situ in States that claim them. Consequently, if the virus 
was transmitted to another country through human intervention, such 
as through travel and trade, that “recipient” state cannot assert Viral 
Sovereignty because only the state where the virus originated or where 
it is found in-situ can make such a claim, following the provisions of 
the CBD. 

However, the term genetic resource is expressly defined under the 
same treaty as “genetic material with actual or potential value.”155  The 
term genetic material is further defined as “any material of plant, 
animal, microbial or other origin containing functional units of 
heredity.”156 The legal controversy then lies in the proper construction 
of “genetic resource” under Article 15 (1), which must have value and 
contain functional units of heredity. The fundamental question is 
whether pathogenic viruses are able to comply with these 
requirements.  

The analysis in Chapter 2 shows that pathogenic viruses should 
not be considered as a genetic resource within the meaning of the CBD. 
First, while pathogenic viruses have hereditary units, they are not 
considered as functional because they cannot survive on their own. It 
                                                
153 CBD, art. 15, ¶ 1, ¶ 3. 
154 Id. art. 15, ¶ 3. 
155 Id. art. 2, ¶ 4.  
156 Id. art. 2, ¶ 5. 
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means that a virus cannot reproduce unless it finds a host that it can 
infect—a characteristic that makes it non-functional.157 Second, even if 
they may be considered functional, pathogenic viruses still fail to meet 
the second criterion: they do not have value within the meaning of the 
CBD. Viruses have inherently negative value because they are 
pathogenic, which means that they cause diseases and negatively 
impact human life and biodiversity. The fact that they are integral in 
the development of vaccines cannot be considered a positive value. In 
that sense, a virus is useful but only to the extent that it can be used to 
destroy itself.158 More importantly, treating viruses as genetic 
resources contradicts the main objective of the CBD to conserve 
biodiversity. As explained in Chapter 3, highly pathogenic viruses like 
the Coronavirus, Zika, Ebola and Influenza kill wildlife. 

Ultimately, pathogenic viruses cannot be considered as genetic 
resources within the purview of a conservation treaty like the CBD as 
they are considered threats; the goal of the international community is 
to completely eradicate them.159 

States have the duty to share virus samples 

First, the claim of viral sovereignty within the framework of the 
CBD does not give states the right to unilaterally and unreasonably 
withhold virus samples. Article 15 (2) imposes upon states the 
obligation to facilitate the access of virus samples for environmentally 
sound uses and to impose conditions that are consistent with the 
purpose and objectives of the CBD.160 Hence, while Article 15 gives 
states the right to impose restrictions, the conditions should not be 
unreasonably restrictive. This is because the principle of sovereignty 
under the CBD does not give states exclusive ownership over 
pathogenic viruses; rather, it is only a regulatory mechanism for the 
timely sharing of virus samples.161 

                                                
157 Abbott, supra note 31, at 13. 
158 Abbott, supra note 31, at 13 
159 Fidler, supra note 21, at 91. 
160 CBD, art. 15, ¶ 2. 
161 Fidler, supra note 21, at 91. 
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Second, the act of withholding virus samples from the 
international community in the context of disease outbreaks is 
violative of a primary state duty in international law—the obligation 
not to cause transboundary harm. The no-harm principle is widely 
accepted as part of customary law and is already codified under 
Article 3 of the CBD.   

Using the 2001 Articles on the Prevention of Transboundary 
Harm, the proponent established that refusing to share virus samples 
is at risk of causing significant transboundary harm. The four elements 
under the 2001 Articles on Prevention were proved, thus: (1) the 
withholding of virus samples is not prohibited by international law; 
(2) the act of refusing to share virus samples or the assertion of Viral 
Sovereignty is carried out within the territory or under the jurisdiction 
and control of a state; (3) it involves significant transboundary harms 
such as the millions of deaths, adverse effects to the health of 
populations, the loss of biodiversity and wildlife and the injury to 
economies; and (4) there is a physical nexus between the 
transboundary harm and the withholding of virus samples. Hence, 
since there is a clear risk of serious transboundary harm and that all 
the other elements are present, states are duty bound under 
international law to prevent or minimize it by sharing or facilitating 
access to their virus samples. 
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CHAPTER 5 
 
LIBERTY AND PROSPERITY IN VIRUS OWNERSHIP REGIMES:  
VIRAL SOVEREIGNTY VS. THE COMMON HERITAGE MODEL 

 
As advocated in this Thesis, there should be a timely and 

unrestricted sharing of virus samples among states. Virus samples, 
when subjected to genetic and antigenic analysis, provide important 
information about disease-causing virus strains which can help other 
countries to formulate vaccines, treatments and diagnostics.162 
However, as explained in the previous chapters, states are able to 
unduly withhold virus samples from the international community by 
asserting Viral Sovereignty and claiming sovereign control over a 
virus that circulates within their territory. 

Although Viral Sovereignty may benefit states that are able to 
develop valuable vaccines with their own stable supply of virus 
samples, this prosperity unfortunately comes at the expense of the 
global agenda to contain a disease outbreak. It substantially hampers 
the process of vaccine development because it allows states to 
unilaterally withhold their virus samples. There have been instances 
in the past wherein states used their virus samples to leverage for 
economic and political ends.163 Since a disease outbreak has a time 
element, considering viruses replicate fast and can infect several 
countries in a matter of days, the viral sovereignty model delays the 
widespread study and formulation of vaccines as less scientists are 
able to access and understand the evolution of virus strains. By 
permitting the limited access to virus samples, states are constrained 
to undergo negotiations first every time a virus sample is needed.164 
This is unacceptable especially in the context of a disease outbreak 
wherein millions of lives are at stake.  

                                                
162 Halabi, supra note 1, at 101. 
163 See Fidler, supra note 21. See also Emily Baumgaertner, China Has Withheld Samples of a 
Dangerous Flu Virus, The New York Times, August 27, 2018, available at 
https://www.nytimes.com/2018/08/27/health/china-flu-virus-samples.html (last accessed 
August 10, 2020). 
164 See Rourke, supra note 45, at 175. 
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Moreover, recognizing sovereign control over viruses only 
works to further skew the distribution of vaccines. On the one hand, 
high-income countries are still in the position to forge partnerships 
with other states and entities to develop vaccines and reserve a surplus 
of doses for their people.165 On the other hand, Viral Sovereignty may 
further isolate low-income countries who are completely unable to 
access these virus samples. These are states which do not have the 
resources to pre-order vaccines and will need to wait longer to get 
sufficient doses for their population. To an extent, these states are left 
in the dark with no access to information about the virus. This is 
unacceptable because these are also the countries whose health care 
systems have already collapsed.166 

Policy-wise then, the viral sovereignty model does more harm 
than good. It diminishes the ability of other countries to effectively 
prepare for or respond to a disease outbreak. An ineffective public 
health response has tangible consequences on liberty and prosperity. 
Since a state can generally restrict liberty and other rights during a 
health crisis that threatens national interest,167 restricting the exchange 
and sharing of virus samples can further prolong community 
lockdowns, and worsen restrictions on our freedom and the 
movement of goods and people. Community lockdowns and other 
restrictions imposed by the state during a health crisis are open to 
abuse. For example, it has been reported that “at least 83 governments 
and their security forces used the Covid-19 pandemic as an excuse to 
crack down on free speech and peaceful protest.”168 This includes 
arbitrary arrests and wrongful prosecution of members of the 
opposition who criticize government response to Covid-19. Moreover, 
                                                
165 See Kollowe, supra note 101. 
166 Lars Jensen and George Gray Molina, COVID-19 and health system vulnerabilities in the 
poorest 
developing countries, available at 
https://www.undp.org/content/undp/en/home/librarypage/transitions-series/covid-19-and-
health-system-vulnerabilities-in-the-poorest-develo.html (last accessed April 10, 2021). 
167 Human Rights Watch, Human Rights Dimensions of COVID-19 Response, available at 
https://www.hrw.org/news/2020/03/19/human-rights-dimensions-covid-19-response (last 
accessed April 4, 2021). 
168 Gerry Simpson, Human Rights Watch, UN Should Speak Up on Covid-19 “Pandemic of 
Human Rights Abuses,” available at https://www.hrw.org/news/2021/02/24/un-should-speak-
covid-19-pandemic-human-rights-abuses (last accessed April 4, 2021). 
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an ineffective public health model may only prolong the outbreak, and 
this only further cripples the economy and worsens living conditions. 
The Covid-19 outbreak has already damaged the world economy and 
the consequences will be worse for developing countries like the 
Philippines.169 Consequently, this makes it harder for states to rebuild 
and move towards prosperity post-pandemic. All these prove that 
liberty and prosperity are at the heart of the fight against a disease 
outbreak. 

Hence, the analysis in Chapter 2 regarding the insufficient legal 
basis of Viral Sovereignty under international law and in Chapter 3 
regarding the existence of the primary obligation to share virus 
samples advocate for a shift to a different ownership regime that will 
allow more states to benefit from virus samples.  

 
It is under these circumstances that the Thesis recommends the 

recognition of pathogenic viruses as common heritage of mankind. 
 

The Common Heritage Model 
  
The Common Heritage of Mankind (CHM) is a principle in 

public international law that governs the legal status of Areas Beyond 
National Jurisdiction170 such as the ocean floor,171 the outer space,172 
the moon,173 and Antarctica.174  

 
The Thesis recommends the recognition of pathogenic virus as 

common heritage of mankind (See Annex A for the proposed draft).  

                                                
169 See COVID-19 to Plunge Global Economy into Worst Recession since World War II available at 
https://www.worldbank.org/en/news/press-release/2020/06/08/covid-19-to-plunge-global-
economy-into-worst- recession-since-world-war-ii (last accessed Aug. 15, 2020).  
170 Waseem Ahmad Qureshi, Protecting the Common Heritage of Mankind Beyond National 
Jurisdiction, 36 ARIZ. J. INT’L. & COMP. L. 83, 83 (2019). 
171 United Nations Convention on the Law of the Sea, arts. 136-138, opened for signature Dec. 10, 
1982, 1833 U.N.T.S. 397. [hereinafter UNCLOS] 
172 Treaty on Principles Governing the Activities of States in the Exploration and Use of Outer 
Space, including the Moon and Other Celestial Bodies, art. 2, opened for signature Jan. 27, 1967, 610 
U.N.T.S. 205. [hereinafter Outer Space Treaty] 
173 Agreement governing the Activities of States on the Moon and Other Celestial Bodies, opened 
for signature Dec. 18, 1979, 1363 U.N.T.S. 3. [hereinafter Moon Agreement] 
174 The Antarctic Treaty, art. 4 (2), opened for signature Dec. 1 1959, 402 UNTS 71. 
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This resolves the issue of states unduly withholding virus 
samples thereby threatening the global effort to develop vaccines, 
treatments and, diagnostics during disease outbreaks. Recognizing a 
biological resource as international public good is not without 
precedence. Prior to the International Treaty on Plant Genetic 
Resources for Food and Agriculture (ITPGRF), plant genetic resources 
were already regarded as common heritage free for everyone without 
restriction.175 This means that there has already been some recognition 
from the international community of the dangers of allowing states to 
exercise jurisdictional and sovereign rights over genetic resources. 

 
When countries are deprived of the right to withhold their virus 

samples and are instead given the obligation to share them under the 
common heritage model, the unrestricted exchange and timely sharing 
of virus samples are then more likely to happen. This will allow the 
rest of the international community to have immediate access to virus 
samples that can be used in crafting appropriate public health 
response. 

 
The common heritage model has the following features— 

a. Not subject to appropriation176 

The instrument recognizing viruses as common heritage should 
clearly stipulate that no state may claim exclusive ownership or assert 
jurisdictional rights and privileges over virus samples just like the 
provisions of the 1982 UNCLOS,177 1984 Moon Treaty,178  1967 Outer 
Space Treaty179  and the Antarctic Treaty.180  This element removes the 
authority of states to unduly withhold virus samples because it 
imposes the obligation to share them. However, the challenge is 

                                                
175 Food and Agriculture Organization, History of the International Treaty, available at 
http://www.fao.org/3/i2631e/i2631e03.pdf (last accessed February 1, 2021). 
176 Christopher Joyner, Legal Implications of the Concept of the Common Heritage of Mankind, INT’L. & 
COMP. L. Q. 190, 191-192 (1986). 
177  UNCLOS, art. 136. 
178 Moon Agreement, art. XI. 
179 Outer Space Treaty, art. 2. 
180 Antarctic Treaty, art. 4 (2). 
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ensuring compliance because a state is naturally interested in retaining 
a valuable resource for itself.181   

b. Establish joint management regime182 

States are inherently interested in negotiating for a joint 
management mechanism wherein they can distribute or allocate the 
risks and returns of sharing virus samples because no one can predict 
where and when the next disease-causing virus will originate.183   

The principle organ that regulates resources found in Antarctica 
is the Antarctic Treaty Consultative Meetings; the UN Department of 
Political Affairs for the outer space; and the UN Office of Legal Affairs 
for seas and oceans.184  In the same way, the WHO can also act as the 
principal organ for  the joint management of pathogenic viruses. This 
is within its mandate because Article 2 of the WHO Constitution 
provides that it shall “establish and maintain such administrative and 
technical services as may be required, including epidemiological and 
statistical services.”185 The existing WHO Emerging and Dangerous 
Pathogens Laboratory Network (EDPLN) can be given this additional 
mandate. The EDLPN is a network of the most advanced diagnostic 
laboratories around the globe.  It can coordinate with the national 
health laboratories of states for the collection and research of virus 
samples.186   

A joint management mechanism wherein the international 
community can pool their resources together also addresses the 
problem of thousands of virus samples left unaccounted for due to the 
lack of research infrastructures in low-income countries that are often 
the epicenter of disease outbreaks.187 

                                                
181 See Abbott, supra note 31, at 7. 
182 Joyner, supra note 179, at 191. 
183 Abbott, supra note 31, at 7. 
184 LAWSON, supra note 2, at 5 
185 World Health Organization, foreword to INTERNATIONAL HEALTH REGULATIONS 1 (2nd ed. 2005). 
186 See Emerging and Dangerous Pathogens Laboratory Network (EDPLN), available at  
https://www.who.int/csr/disease/OP_EDPLN_FINAL.pdf?ua=1&ua=1 (Aug. 25, 2020). 
187 Akin Abayomi, Managing dangerous pathogens: challenges in the wake of the recent West African 
Ebola outbreak, 1 GLOBAL SECURITY: HEALTH, SCIENCE, POLICY, 51, 51(2016). 



 

42 
 

c. Access and benefit sharing188 

This element directly addresses the equity problem raised by 
Indonesia because it ensures that no select states can monopolize 
access to virus samples. There should be a timely sharing of virus 
samples so that the scientific community can generate genetic 
sequences. There must be clear guidelines on how the virus samples 
are going to be inspected and collected, to whom they will be shared, 
and how the vaccines and drugs derived therefrom will be allocated. 
However, since it is impossible to ration the quantity of vaccines that 
each country should receive,189  the challenge would be for the WHO 
to come up with safeguards that will prevent high-income countries 
from hoarding vaccines and drugs. Hence, the joint management 
mechanism may be given some power to regulate the price and the 
allocation of vaccine supplies. These things are currently left to market 
forces which is unfair because developed countries have higher 
purchasing power.190 

d. Peaceful purposes and research & development191 

The genetic resources that are discussed in this paper are highly 
pathogenic—they cause diseases that can wipe out populations. The 
fourth characteristic, in conjunction with the third discussed above, 
ensure that pathogenic viruses will only be used for the benefit of 
mankind. States should not use their virus samples for purposes other 
than the research on public health. Bioterrorism remains a threat in the 
twenty first century because conventional biological agents, including 
pathogenic virus samples, can still be utilized as biowarfare agents.192   

Ultimately, the common heritage model advocates for a 
comprehensive international cooperation in times of disease outbreaks 
to increase the ability of all states to protect themselves by having an 

                                                
188 Joyner, supra note 179, at 192. 
189 Carter, supra note 19, at 738 
190 Id. 
191 Joyner, supra note 179, at 192. 
192 Mark Shwartz, Biological warfare: an emerging threat in the 21st century, STANFORD NEWS SERVICE, 
January 11, 2001, available at  https://news.stanford.edu/pr/01/bioterror117.html (last accessed 
Sept. 1, 2020). 
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unrestricted access to virus samples which provide the most valuable 
information for the development of vaccines, treatments, and 
diagnostics. 
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ANNEX A 

AGREEMENT ON THE RECOGNITION OF PATHOGENIC 
VIRUSES AS COMMON HERITAGE OF MANKIND 

 
The States Parties to this Agreement,  

 
Recognizing the fundamental role of a pathogenic virus in the 

development of vaccines, treatments and diagnostics for the public 
health, 
 

Determined to promote, on the basis of equity, the further 
development of cooperation among States in the use of virus samples, 
 

Welcoming resolution 58/3 of the United Nations General 
Assembly on enhancing capacity building in global public health; 
 

Recalling the principles laid down under the WHO Constitution, 
2005 International Health Regulations, and the Convention on 
Biological Diversity, 
 

Taking into account the need to define and develop the provisions 
of these international instruments in relation to pathogenic viruses, 
Have agreed on the following: 

 
 

Article 1 
 

1. This Agreement applies to all kinds of pathogenic viruses.  
2. It does not apply to plant genetic resources for food and 

agriculture which are already governed by the International 
Treaty on Plant Genetic Resources for Food and Agriculture. 

3. For the purpose of this Agreement, reference to pathogenic 
viruses shall include only those found in nature, with or without 
outbreak potential. 

4. This Agreement does not apply to genetic sequence data. 
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Article 2 
 

Common Heritage of Mankind 
 

1. Pathogenic viruses are the common heritage of mankind.  
2. No State shall claim or exercise sovereignty or sovereign rights 

over pathogenic viruses, nor shall any State or natural or 
juridical person appropriate any part thereof. No such claim or 
exercise of sovereignty or sovereign rights nor such 
appropriation shall be recognized. 

3. Pathogenic viruses are vested in mankind as a whole, on whose 
behalf a joint management authority shall act. 

 
Article 3 

General conduct of States in relation to pathogenic viruses 
 

The general conduct of States in relation to pathogenic viruses shall be 
in accordance with the principles embodied in the Charter of the 
United Nations and other rules of international law in the interests of 
maintaining peace and security and promoting international 
cooperation and mutual understanding. 

 
Article 4 

Access and Benefit Sharing 

1. The WHO Emerging and Dangerous Pathogens Laboratory 
Network (EDLPN), to be reconvened by the Director General of 
the World Health Organization not later than six months after 
the Convention takes effect, shall be the joint management 
authority (Authority).  

2. Upon the request of the Director General, States Parties shall 
make available to WHO Reference Laboratories and Essential 
Regulatory Laboratories, without charge, virus samples that are 
collected within their territory. 
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3. The Authority, in consultation with the World Health Assembly 
and the States Parties, shall formulate and adopt a protocol for 
the fair, equitable and transparent collection of virus samples 
and the sharing thereof to various research institutions. 

4. The Director-General, in consultation with the States Parties, 
will convene an expert group to develop international 
mechanisms for the production and equitable distribution of 
vaccines on the basis of public health risk and needs during an 
outbreak. 

 
Article 5 

Use of the pathogenic viruses exclusively for peaceful purposes 
 

Pathogenic viruses shall be used exclusively for peaceful purposes. 
The States Parties, taking into consideration the needs of developing 
countries, shall establish joint research programs and joint ventures for 
the development of technologies relevant to the collection, transfer and 
sharing of virus samples.  

 
Article 6  

Settlement of Disputes 
 

In the event of a dispute between States Parties concerning the 
interpretation or application of this Convention, the parties concerned 
shall seek solution by negotiation. If the parties concerned cannot 
reach an agreement by negotiation, they may request mediation. 
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